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Installing Chimera  
 

1. Go to:  https://www.cgl.ucsf.edu/chimera/download.html 
2. Download Chimera according to your platform. 

a. Windows: Download chimera-1.12-win64.exe 
b. Mac: Download chimera-1.11.2-mac64.dmg 

3. Follow default installation instructions and install Chimera with a desktop shortcut 
icon (please note the path of the installation (e.g. C:\Program Files\Chimera 1.12rc) 

4. If you have problems installing, check: 
http://www.cgl.ucsf.edu/chimera/docs/UsersGuide 

 

Installing Modeller 
 

1. First, you will need to request a KEY for installation. Go to: 
https://salilab.org/modeller/registration.html  

a. Fill in your details – make sure to use your VCU email address. 
b. Check your email for the license key. 

2. Click on “Download and installation” on the left-hand side of the Modeller website. 
(https://salilab.org/modeller/download_installation.html.) Download the 
appropriate Modeller installation file and enter your license key when prompted. 

a. Windows: Download modeller9.19-64bit.exe 
b. Mac: Download modeller-9.19.dmg 

3. Please note where you installed Modeller – this needs to be provided when 
performing Loop modeling. (e.g. C:\Program Files\Modeller9.19) 
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